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BECKAJIbHUIIBI PACCTABJEHHOM (PUCCINELLIA DISTANS (JACQ.) PARL.),
MMPON3PACTAIOIIMMHU HA TEPPUTOPUU COJIEPA3PABOTOK

! WNHcTuTyT 3K070rMN ¥ reHeTuKU MukpoopranuzMoB YpO PAH, Ilepmb, Poccus
2 [Tepmckuii rocyaapCTBEHHBIN HAIIMOHATIBHBIA UCCIIEI0OBATEIbCKUN YHUBEPCUTET,
Ilepms, Poccus

Llenv. V3y4nTh TaKCOHOMHYECKOE pa3zHOOOpa3ue OaKTepUalbHOIO COOOIECTBA PH30-
cepsl pacteHuii OeckmibHUIBI paccTaBiaenHon (Puccinellia distans (Jacq.) Parl.) u3 paiiona
IPOMBIIIICHHBIX pa3paboTok BepxHekamckoro mecropoxxaenus coneit (r. Comukamck, Ilepm-
CKUH Kpai).

Mamepuanvr u memoowi. JIns uneHtudukanum OakTepuil MCIIOIB30BAJICA aHAIU3 HYK-
JICOTHIHBIX TOCeoBaTenbHoCcTel rena 16S pPHK.

Pesynomamei. 3 pusocthepsr pacrenuii P. distans Bbimenerb 26 mraMMoB OakTepHi,
oTHocsmuecss K pomam  Halomonas, Pseudomonas, Serratia, Enterobacter, Bacillus,
Arthrobacter, Rhodococcus. Tlpu 3TOM AOMHHHUPYIOUIMMHU SIBISUIUCH MHKPOOPTaHU3MBI pOJia
Pseudomonas, moinst kotopsix coctaBisuia 93,8% OT 00MIeH YMCICHHOCTH BBIICICHHBIX MUKPO-
OpraHU3MOB.

3akarouenue. B puzochepe OECKIIIBHUIIBI PACCTaBICHHONW 0OHAPY)KEHBI OAKTEPHH POJIOB
Halomonas, Pseudomonas, Serratia, Enterobacter, Bacillus, Arthrobacter, Rhodococcus. TTpu
3TOM OMUHHPYIOIIUMHE SIBIISUTUCH MPEACTaBUTE M poaa Pseudomonas, moisi KOTOpBIX COCTaB-
msna 93,8% OT YMCIEHHOCTH BBIIEIEHHBIX PH30C(HEpHBIX MHUKPOOpraHu3MoB. lloiydeHHble
JTaHHBIE TTO3BOJISIOT MPEANONIOKUTh HAIMYNE TECHBIX CUMOMOTHYECKHUX CBSI3€H MEXIy MpeicTa-
BUTEIISIMH pojia PSeudomonas 1 pacTeHHsIMH B YCIIOBHSX 3acojieHus. JJaHHbIE MUKPOOPTaHU3MbI
M0 HYKJICOTHUIHOU mocienoBarenbHOCTH reHa 16S pPHK oGnapyxuBanu 65m3Kk0e CXOACTBO C
MopckuM mTamMmomM Pseudomonas xanthomarina KMM 14477,

Knrouesvle cnosa: 3acoyieHHbIE MOYBBI, pu3ocdepa, OakTepuu, (UIOreHeTHYECKoe pas-
HooOpa3ue, ren 16S pPHK.
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Objective. The aim of this work was to study the taxonomic diversity of the bacterial
community in the rhizosphere of plants Puccinellia distans (Jacq.) Parl. from the area
of industrial development of VVerkhnekamsk salt deposit (Solikamsk, Perm region).

Materials and methods. To identify the bacteria the analysis of nucleotide sequences of
16S rRNA was used.

Results. The 26 strain bacteria of the genera Halomonas, Pseudomonas, Serratia, Entero-
bacter, Bacillus, Arthrobacter, Rhodococcus were allocated in the rhizosphere P. distans. At the
same time the bacteria of the genus Pseudomonas were predominant with their proportion of
93,8% within the isolated rhizosphere microorganisms.

Conclusion. In the rhizosphere Puccinellia distans there were found the bacteria of the
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genera Halomonas, Pseudomonas, Serratia, Enterobacter, Bacillus, Arthrobacter, Rhodococcus.
At the same time the bacteria of the genus Pseudomonas were predominant with their proportion
of 93,8% within the isolated rhizosphere microorganisms, that indicates the presence of close
symbiotic relationships between them and plants under the saline conditions. The bacteria
showed the closest similarity to the marine strain of Pseudomonas xanthomarina KMM 14477 in
the nucleotide sequence of the 16S rRNA gene.
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